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BACKGROUND

» Coronary Artery Disease (CAD) is the leading cause of death worldwide.

+ The Atherosclerotic Cardiovascular Disease (ASCVD) Pooled Cohort
Equation (PCE) is a common risk tool used to predict 10-year risk of
CAD; it is also used as a tool to guide decision for statin treatment
initiation. It includes age, race, sex, systolic blood pressure, total
cholesterol level, HDL-C level, diabetes status, and smoking status.

+ Polygenic risk scores (PRS) have the potential to improve the accuracy
of clinical risk tools and identify additional individuals at elevated risk of

CAD.

- The generalizability of a risk model that includes PRS across
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e The calRS improved discrimination compared to the PCE in all validation

cohorts and ancestries tested (Figure 3).
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calRS = 1 — (1 — pcE)" T T CONCLUSIONS

* The calRS, which combines genetics with traditional clinical risk

where PCE is the 10-year risk calculated using the PCE algorithm, g factors, improved the identification of individuals at high risk of CAD
is the effect size associated with caPRS and C, depends on sex and across diverse populations.

age.
« Using the calRS to refine the risk of individuals at
borderline/intermediate clinical risk has the potential to influence

treatment guidance in a primary prevention setting.
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